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Key to Success: PTMScan® Antibodies
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M u ltl M d bTM*}TW E ‘y 7 Z 0) HX D i_E, b 0) ’}\ Serum-starved H,0, Treated H,0, + A phosphatase
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FIUr—y gy ThbERWEREITET, Phospho-Tyrosine (P-Tyr-1000) MultiMab™ Rabbit mAb mix #8954: Confocal
IF analysis of C2C12 cells, serum-starved (left), treated with H,0, (2 mM, 10 min;
Um—BE. BEU T T N TCoHEREI W middle), or treated with H,0, followed by A phosphatase (right), using #8954 (green).
Actin filaments were labeled with DyLight™ 554 Phalloidin #13054 (red). Blue pseu-
s CStj e p/MuIthab docolor = DRAQ5® #4084 (fluorescent DNA dye).
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Discovery vs. Direct

BERODMRICKILDODIFEESTIH?

BRIT UTcW ) ATER DR E 5
TWBMN?

YU TIWRTFRENAETERT 3
mn?
LC-MS/MSf##fr = =MEd 5 h ?

EDXSBIFZRNEN?

RETERAE—X Ic@HEnTunid
DIFED XS BIEN?

ERPREREYEI ?

T—ARY T4

BEIH DT

PTMScan® Discovery
(PTM/EF—7 &ML 1LY

4

PTMIL A3 72 [ F — 7 itk (ZH9% > )¢
SERBESNAEL)

1ERDOPTME LFEF —T7 2RI SR

Ebh. YUR, TYybh, ¥Y3uYguNI,
VOAXFAFRE, BRABEYERED
By 7L TERARE

“Deep, quantitative coverage of the acetylome using
novel anti-acetyl-lysine antibodies and an optimized
proteomic workflow.”

Svinkina, T., et al (2015) Mol. Cell. Proteomics 14(9):2429-40.
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“PTMScan Direct: identification and quantification of
peptides from critical signaling proteins by immunoaffinity
enrichment coupled with LC-MS/MS.”

Stokes, M., et al (2012) Mol Cell Proteomics. 11(5):187-201.
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PTMScan® Kits vs. Services
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PTMScan® Discovery and Direct Services
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Normalized Fold Change

SU11274 vs. Staurosporine vs. Protein
DMSO Control DMSO Control Name Site -7/+ 7 Sequence Peptide Upstream Kinase
0 4.6 EphA2 897 | RVSIRLPSTSGSEGV LPS*T*SGSEGVPFR Akt1
6 -21 FOX01A 319 | TFRPRTSsNASTISG TSS*NASTISGR Akt1
8.0 FOX04 32 | QSRPRSCtWPLPRPE SCT*WPLPRPEIANQPSEPPEVEPDLGEK Akt1
4 1.8 ‘ QK 358 | DGRQRRPSTIAEQTV RPS*TIAEQTVAK Akt1, Akt2
9.4 S6 235,236, 240 | IAKRRRLSSLRASTS RLS*S*LRAS*TSK Akt1, Akt2, P70S6KB, PKACa, PKCa, PKCO
0 4 S6 236,240 | AKRRRLSSLRASTSK RLSS*LRAS*TSK Akt1, Akt2, P70S6KB, PKACa, PKCa, PKCS
6 11 ‘ BRAF 365 | GQRDRSSSAPNVHIN SSS*APNVHINTIEPVNIDDLIR Akt1, Akt3
0 9.4 GSK3p 9 | SGRPRTTSFAESCKP TTS*FAESCKPVQQPSAFGSMK Akt1, AurA, CAMK2B, GSK3B, KHS1, PKACa, PKCa
GSK3p 9,21 | SGRPRTTSFAESCKP TTS*FAESCKPVQQPS*AFGSMK Akt1, AurA, CAMK2B, GSK3p, KHS1, PKACa, PKCa
0 PEA-15 116 | KDIIRQPSEEEIIKL DIIRQPS*EEEIK Akt1, CAMK2a, CK2a1
-2.1 9 GSK3a 21 | SGRARTSSFAEPGGG TSS*FAEPGGGGGGGGGGPGGSASGPGGTGGGK Akt1, CAMK2p, PKACA, PKCa, PKC
0 -1.8 RANBP3 126 | VKRERTSSLTQFPPS TSS*LTQFPPSQSEER Akt1, ERK1, RSK2, p90RSK
elF4B 422 | RERSRTGSESSQTGT TGS*ESSQTGTSTTSSR Akt1, p70S6K, p90RSK
4.8 elF4B 422,425 | RERSRTGSESSQTGT TGS*ESS*QTGTSTTSSR Akt1, p70S6K, p90RSK

SUT1274% 7cld 2 o O RR Y > TUIE U fzMKN-45#3% FI W FcPTMScan B 7— % @ IFEEHAKIOBEEF —7 THBRXRXX(S/T) ERXX(S/T) DBEBEMARTF—FERLTWET, UV~
7FROENBBRENEH2.5FUE RE vs. A> bO—IL) DIBRIE. #& (BIN) KIclEFR (BL) T\A A MRRLTVWET,
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Complementary Services
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PTMScan® Discovery Products and Services
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UbiScan® — Ubiquitination Proteomics Antibody PTMScan KinomeView
Service Kit#9812 @ Service
Ubiquitin Remnant #14482/#5562 v
UbiScan® {EF ik
Sook-Young, J. et al. (2015) Proteomic Analysis of Ubiquitin-Like Post- Kronke, J. et al. (2014) Lenalidomide causes selective degradation Mathew, R. et al. (2012) BTB-ZF factors recruit the E3 ligase cullin 3
translational Modifications Induced by the Adenovirus E4-ORF3 Protein. of IKZF1 and IKZF3 in multiple myeloma cells. Science 343(6168), to regulate lymphoid effector programs. Nature 491(7425), 618-621.
G ) TRl S-S Emanuele, M.J. et al. (2011) Global identification of modular
Kronke, J. et al. (2015) Lenalidomide induces ubiquitination and degra- Theurillat, J.P. et al. (2014) Ubiquitylome analysis identifies Cullin-RING ligase substrates. Cell 147(2), 459-474.
dation of CK1a in del(5q) MDS. Nature 523(75599), 183—188. dysregulation of effector substrates in SPOP-mutant prostate

Kim, W. et al. (2011) Systematic and quantitative assessment of the

cancer. Science 346(6205), 85-89. ubiquitin-modified proteome. Mol. Cell 44(2), 325-340.

PhosphoScan® (VYE{t7OF7F AU R)
UV BRE T F R OMBEHIRIEREAE (PTMScan® vs. IMAC)

PTMScan® & IMACIC & 2 BfEADLLE : b M BAAMROPTMZ AT 71 ®

274
BRABRBEEOPTWEF—ZHE (FOY>, 7OV, BUV/ALAZY, HEEM). P-Tyr
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Area proportional Venn diagram showing the overlap between motif antibody and IMAC enrichment of phosphopeptides
from MKN-45 cells (A). Comparisons were made on unique proteins/sites. MKN-45 cells were treated and profiled as
outlined (B). Combinations of motif antibodies were used to enrich phosphopeptides as indicated (C).

PTMScan® Discovery& IMACOMEFEMEICE T 25 LWTF— 7 [d# D T Y+ hcBUL 213 9 : www.cstj.co.jp/PTMScaniMAC
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[ MKN-45 Cells ]
[ DMSO ] [ SuU11274 ] [Staurosporine]
(control) (Met inhibitor) (PKC inhibitor)

IMAC pY-1000 Ser/Thr Motif

Basophilic [

CHREDEIVIALAZVEF—THRBFEZREG DR IAGEEN T —EXBICCHABTER Y, BEEABHAWEDLELILE W,

AR

PhosphoScan® - Phosphorylation Proteomics

)

Antibody Motif pY Baso Ser/Thr
Phosphotyrosine Y °

Akt Substrate RXX(S/T) [ ] [}
Akt Substrate RXRXX(S/T) [ ] [}
AMPK/PKD Substrate  LXRXX(S/T) [} [ J
CDK Substrate (K/R)(S/T)PX(K/R) [} [ J
PKA Substrate (K/R)(K/RIX(S/T) [} [ J
PKC Substrate (K/RX(S/T)(K/R) [} [ J
MAPK Substrate PX(S/M)P [}
PLK Binding Motif S(S/MP [ J
tP Motif (Smp [ J
tPE Motif (S/MPE [ J
tXR/PR Motif (SMXPR [ J
14-3-3 Binding Motif  (R/K)XX(S/T)XP [ J
ATM/ATR Substrate (sma [}
ATM/ATR Substrate (S/MmaG [}
CK Substrate (S/T)D/EX(D/E) )

Antibody* PTMScan® KinomeView®

Service Kit #9812 Service
14-3-3 Binding Motif R/KXXSXP #9601 - v - v
Akt Substrate RXX(S/T) #9614 #5561 v v v
Akt Substrate RXRXX(S/T) #10001 #5563 v v v
(Ser/Thr) AMPK Substrate (L/M)XRXX(S/T) #5759 #5564 v v v
(Ser) ATM/ATR Substrate SQ #9607 #12267 v v v
(Ser/Thr) ATM/ATR Substrate (S/MAG, (S/MA #6966 #12267 v v v
(Ser) CDKs Substrate (K/R)SPX(K/R) #9477 - v v v
CK2 Substrate (S/T)DX(D/E) #8738 #12170 v v v
MAPK/CDK Substrate PXSP and SPX(K/R) #2325 #4652 v v v
PKA Substrate (K/R)(K/RIX(S/T) #9624 #5565 v v v
(Ser) PKC Substrate (K/RXSX(K/R) #6967 - v v v
(Ser/Thr) PKD Substrate LXRXX(S/T) #4381 - v - v
(Thr) PLK Binding Motif STP #5243 #5566 v v v
Thr-Pro-Glu Motif TPE, TP #3004 - v v v
Thr-Pro Motif TP, TPP #5757 #5567 v v v
Thr-X-Arg Motif TXR, TPR #2351 - v v : v
Tyrosine Rabbit (P-Tyr 1000) Y #3954 | #14478/#8803 v v v

PhosphoScan®a f& 32k

HupT 7V — 3 TOERICDVWTRIEEH

Lee, M.E. et al. (2015) Endothelial Akt1 mediates angiogenesis
by phosphorylating multiple angiogenic substrates. PNAS 111(35),
12865-12870.

Paardekooper Overman, J. et al. (2014) PZR Coordinates Shp2
Noonan and LEOPARD syndrome signaling in zebrafish and mice.
Mol. Cell. Biol. 34(15), 2874-2889.

Siddoway, B. et al. (2013) Synaptic activity bidirectionally regulates
a novel sequence-specific S-Q phosphoproteome in neurons.
Journal of Neurochemistry 128(6):841-851.

Ren, H., et al. (2012) Identification of anaplastic lymphoma

Res. 72(13) 3312-3323.

analyses identify targets for Lkb1-deficient metastatic lung
tumors. Cancer Cell 17(6), 547-559.

activated by oncogenic receptor tyrosine kinases. Sci. Signal
3(136), ra64.

kinase as a potential therapeutic target in ovarian cancer. Cancer

Carretero, J. et al. (2010) Integrative genomic and proteomic

Moritz, A. et al. (2010) Akt-RSK-S6 kinase signaling networks

Rikova, K. et al. (2007) Global survey of phosphotyrosine signaling
identifies oncogenic kinases in lung cancer. Cell 131(6), 1190-1203.

Griswold, I.J., et al. (2006) Kinase domain mutants of Bcr-Abl
exhibit altered transformation potency, kinase activity, and substrate
utilization, irrespective of sensitivity to imatinib. Mol Cell Biol. 26(16)
6082-6093.

Rush, J. et al. (2005) Immunoaffinity profiling of tyrosine
phosphorylation in cancer cells. Nat. Biotechnol. 23(1), 94—101.
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PTMScan® Discovery Products and Services (ont)

MethylScan® (XFIL{E7AOFAZ U R)

5 VIRV BEDOAF I IE— R BIRZEH PTM) THH., Z0%<E ®
FILXEZVEEEVYVEBETRINE T, PILFZVOXFILEIE.
RNAZOt Y ). BETFES. DNABBOEBE. YV/I\VEOBTE

SOV FIEEREDTORRZHBLTVWEDS, UIVDXFILIL Brain Embryo
B, EXNVEEEHIRTZCETRBICAISNTHD., BEFES 472 335 263

DIEY XTI REEICESULTWET,

MethylScan® 7O F #4272 Tld. CSTHEDAFIL{LZILFZ> (Me-R)
FEXFIALY V> (Me-K) fitk%zBWT. LC-MS/MSEART DBiIC h Y
TOUBE LYY TS XAFILEERTFREEHBLE S,

TR .

® PTMScan®AFILiLHitEld, FRORTFREZEBTRAINTVS "
ERDBOHTHENBIETED, EREOSVERERERILE =3
7, g
w
® PTMScan®ifiid. %< DEMFENIRTLAR LVEYEICEATET, 5
SRR T—~ CEERTEET, U
o BEREEACSTOMEEIC £ BPTMScan®7 — 2 70— A &@LU & g \
W R—hT. MEOEFETR—NUET, =

R-2Me(a) antibody

9 10

log10 of total intensity

Western blot analysis of lysates Y IADMBETRICEFZ7INF Y AFIVEDOEERFIT © LERVEIF.
from untreated (-) or AdOx-treated NUADBE L VCETCRESNICE/ XFILETILF =Y R-Me) & &K OISR
(+) HCT116 cells using asym- MDA FIALT L =~ [R-2Me(a)] BRI DK ERT (A), —DDMERICH T
metric dimethyl arginine (R-2Me(a)) BFINFZVDE/AFIVEDEENBEE, BAEROET7OY MK
antibodies. The specific signal #12235 PTMScan® Mono-Methyl Arginine Motif [mme-RG] Kit TRIZE L 784 ® 7
p g v N
was blocked by antigen R-2Me(a) WFEZVE/AFIERTFRERT, XEHIEY T ADME L OCHEDE/ X F
peptides (middle panel), but not by JAEEBRLD R T F R DFRE ZI0g10DETRL. YBIEY I XD EEDNRT

F R Dlog2BELLERT . hy A TEEEFICREL, PILFZVE/XF

corresponding symmetric dimethyl MERTF REAEI U 1o & & 1R (B) E /el (B) TR, BEDOE

Block . argining (3-2Me(s) peptides (right BUCDHEET BHBIBAF LR TF RICOWT I, EBOlg2LE LT
g, "one  antigen  R-2Mefs) - pane) 15 (BRFRH) 5 & 015 (IRASRRAY) %8I0 L Te (B), *

Peptide

*This research was originally published in Molecular and Cellular Proteomics. Guo, A., et al. Inmunoaffinity enrichment and mass spectrometry analysis of protein methylation. Mol. Cell. Biol. 2014; 13(1):372-387.
© the American Society for Biochemistry and Molecular Biology, and is licensed under CC BY 4.0 http://creativecommons.org/licenses/by/4.0/.

MethylScan® — Methylation Proteomics Antibody* PTMScan®

Service Kit #9812 = Service

Mono-Methyl Arginine R-Me #8015 #12235 :

Asymmetric Di-Methyl Arginine R-2Me(a) #13522 #13474 v - v
Symmetric Di-Methyl Arginine R-2Me(s) #13222 #13563 4 - v
Pan-Methyl Lysine K-Me/K-2Me/K-3Me agsoovg | #14809 v - v

T FUr—2 3 TOERICD WTRIER A

® 3
MethylScan® o {3 FE ik
Guo, A. etal. (2014) Immunoaffinity enrichment and mass Sylvestersen, K. B. et al. (2014) Proteomic analysis of
spectrometry analysis of protein methylation. Mol. Cell. arginine methylation sites in human cells reveals dynamic
Proteomics 13(1) 372-387. regulation during transcriptional arrest. Mol. Cell. Proteomics

13(8):2072-2088.
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AcylScan™ (ZYILt7OFAZ I R)

DY VERREIRABERMERITET, FUILER. ABTEETHS
FZEFILCoA. RTT=)LCoA. ¥A=JLCoA. ZILFUILCoA. TFU
JLCoA. 7Bk ZILCoANSERBL, EBFEFUYI Y ZEINRTH
MUTEEZERLSE, BEYV/\VEORRBICEEEZRIFLET,

AcylScan” 7AFAZI IR Tk, CSTHRADTZ £FILELY V> (Ac-K).
ZILFIIAEU T Y Gut-K). ~AZ)LEUTYY (Mal-K), 7AEA=)L
kU (Prop-K). 7> =)LEY ¥ > (Succ-K) tExEAWT, LC-
MS/MSEEIT DRIIC R Y 7YV Bb Uiz Y I S Zn2nO7 VLS
BRTIFRZEMUED,

FEER =

® AcylScan” Tld. BEMEBEOBNLAFERAVNZIET. BTHO
FEFILE, FILFUILE. ¥xAZIE. 7OEAZILE. BETR
TIZIMEARY NOEENZO7 7 LN TREICIRDE T,

® PTMScan®#&ifiid. < DEYMZN VAT LS K CEYTEICE A
T, EHRBAET -~ TLGERTEED,

o EREERCSTOMREICLZPTMScan®7— o 7O—2 k& BUIE
i iR—hT. ARDETZETR—MLET,

[} o [} o
HNJJ\/ HNJJ\ HN o HN’U\/ﬁ‘O'
o
S SRS TR S O
H o ) H oo H oo
propionyl lysine acetyl lysine succinyl lysine malonyl lysine
Malonylation

Acetylation Glutarylation

VYO (BFER, S5/ v U7 M) OFFRRTFRICEF3V Y7270
TV  5BEDT VIEPTM (A), 4EHEDT ¥ ILRENFAZRVWTEES
NIEEERIDERE (B)o

Antibody* PTMScan®

AcetylScan® - Acetylation Proteomics

Service Kit #9812 Service

Acetyl-Lysine AcK #9814 |Madgomizae v | - v

GlutarylScan™ — Glutarylation Proteomics

Glutaryl-Lysine Glut-K - | #26101 v | - v

MalonylScan™ — Malonylation Proteomics

Malonyl-Lysine Mal-K - | #93872 v | - v

PropionylScan™ — Propionylation Proteomics

Propionyl-Lysine Prop-K - | #17848 v | - v

SuccinylScan™ — Succinylation Proteomics

Succinyl-Lysine Succ-K - | #13764 v | - v
HEDT 74— 3y TOBAICDWTRIEHA

AcylScan™ o3 B Sk

Svinkina, T. et al. (2015) Deep, quantitative coverage of the
lysine acetylome using novel anti-acetyl-lysine antibodies and
an optimized proteomic workflow. Mol. Cell Proteomics 14(9),
2429-2440.

Bouchut, A. et al. (2015) Proteome-wide lysine acetylation in
cortical astrocytes and alterations that occur during Infection with 920-933.
brain parasite toxoplasma gondii. PLoS ONE 10(3), e0117966.

Ryder, D.J. et al. (2015) Identification of the acetylation and
ubiquitin-modified proteome during the progression of skeletal
muscle atrophy. PLoS ONE 10(8), e0136247. €80849.

Rardin , M.J. et al. (2013) SIRTS regulates the mitochondrial
lysine succinylome and metabolic networks. Cell Metab. 18(6),

Mielcarek, M. et al. (2013) HDAC4 Does Not Act as a Protein
Deacetylase in the Postnatal Murine Brain In Vivo. PLoS One 8(11)

Jeffers, V. et al (2012) Lysine acetylation is widespread on proteins
of diverse function and localization in the protozoan parasite Toxo-
plasma gondii. Eukaryot. Cell 11(6) 735-742.
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PTMScan® Discovery Products and Services (ont)

HAN—ERREEOTOTAIIR

FRr—=2ZRDOHNREM (extrinsic) & & WA (intrinsic) R ICIF. AR/N—EHZR
T—RHPEELET, Eh7OTA—LAKE. BTICHERIEMOELITHEE LDHR
NR—ERBBUIEENTVET, DRN—EREBORBAEFT RN VBEET
REL., —RABDEXDEF 7B ULCKRIRICTZ RISV BERF MR 2E£UET,

PTMScan®§‘§T'T\TT“£aK HAN—ECRBEED7OTAZ Y RICDEXDEF—TICHT 3

RHEZERVWET. LC-MS/MSEITORILEE LT, STV BELLLYYTILASH AR UHREHOTOFA S 2 : PTMScan® LC-MS/MSOBEHTHR A5

BPR/ RN TR DR TONE S RALET.
#9953 Staurosporine (1 uM. 3EFR) AIB% T >7Helafian SIELEL
foo RTFRDEHFEICIE. #12810 PTMScan® Cleaved Caspase Substrate Motif

ﬁfﬂt*] [DE(T/S/A)D] Kit2 A LE L, EF—7OTIE, CRENTRNSEIBDA

M~ TFRIEBIE, FI/BOBARNAERBEEELTOET,
o CSTHEDHEARAN—CEREEEF—THEKIE. HEHISHTEORBEAR/I—FE

BEEOEENTO77MILBIEREENc I Z—J TREILBNY—ILTT,

® PTMScan®iififid. Z<DEYMRENI AT LB LOEYEICEBTTET. SHRIHTR
F—YTHERATEERT,

° REREERCSTOMEHICKBPTMScan®7 — ¥ 70— 245 % B U &l R— kT,
HROETEYIR—KLET,

Caspase Cleavage Substrate Proteomics Antibody* PTMScan® KinomeView®
. Service | Kit#9812

Service

Caspase Cleavage Substrate [DE(T/S/A)D] #12810

HaDF U —y 3y TOERICDWTRIEEH#

WANR—ERHEETOTA I I ADERAXH

Anania, V.G. and Lill, J.R. (2015) Proteomic tools for the character- Pham, V.C. et al. (2012) Complementary proteomic tools for the
ization of cell death mechanisms in drug discovery. PROTEOMICS - dissection of apoptotic proteolysis events. J. Proteome Res. 11(5),
Clinical Applications 9(7-8) 671—-683. 2947-2954.
® —_— E B % RE
PTMScan®® 70O N1—)LBSES M TSRO RREL D
AQUA"RZF R OER: 5T
R~ U e Ef Z
TOFASHRARBESR— T, WTFORIEEADT 0N I—/LEEREERO X A s
TWET: NUTZYVHEILEYD S5,
EEL— T ICERT BT 2
® ¥YRAYRO—ARTFK : TORFHERTHELCUEE - BEBRULATFRT 7] DMYDKENTSING &
¥, Bt 7Y R TPTMScan®F v b BW TR LI RRIF T — 7 &2 2B LT f;ﬂ%ﬁf&ﬁ?ﬁ;
WET, ZOF—FEBEENIY ORI FRTESNEF—FEERBRTEIE il feg ol
< R 75 8 z HTYr12365H° Y VB b S hfe X
T, LC-MS/MSY R T LD MREETER TEE Y, E 7%"“:@%;&% :@Q
« Immunoaffinity Purification (IAP) /Xy 7 7 — : SEELERID, RIELIRATFROE < L2 SN
BRE(C AQUA"RTF RAS, $%20%
BBICERLET, W“;?‘i’*“ o
© AQUA™RZF R* 1 RERIIAS L SN AEIBEAT F RERHEIC TARL LT, GmosppmTRIEnS
N—H—F VIV BPPIMR T FROBERRAES LV EEIFERALET (BRER).
00,
PTMScan® Companion Products
PTMScan® Trypsin Digested Control Peptides | #12219
. DMYDKEY YSVHNK DMYDKEYYSVHNK
PTMScan® Lys-C Digested Control Peptides | #12148 . 1234 1235
PTMScan® IAP Buffer (10X) #9993

COFER. N—N—RRZEZMORARABICL>THIEINTED, N\—N\—RREZEDTIEVRBEICEDIVWRENFHBOHFAIETNTVET,

AQUA™ AT F Rfthad 70 b O—)LES B GOS8 4L D = T b TohEsR< fIEa L - www.cstj.co.jp/PTMScancompanion
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PTMScan® Direct Services Mass Spectrometry-based Antibody Arrays

PTMScan® Directb—E X
EMRCHRETOEBHAS N TWBEAD YT+

PTMERfz % IRV EE

WE Y IRTEDPTMZE —EICRRITT B7chIc. ED6  pTMScan® Direct Multi-Pathway 1,006 409
BFEDPTMScan® Direct—ERXZIRHFL TWE T, PTMScan® Direct PI3K / Akt Signaling 296 105
PTMScan® Directt—EXTld. A0 Z IV E T PTMScan® Direct Apoptosis & Autophagy 175 100
MR > TEE S NEPTMEENTIRE & UTotalfit  PTMScan® Direct Cell Cycle & DNA Damage 263 168
HTEREEEDLETHERBUE T, LC-MS/MSDETILIE  PTMScan® Direct Ser/Thr Kinases 385 130
ELT. BRBUEULEY Y TILOSBMNOD YT F UL PTMScan® Direct Tyrosine Kinases 671 120
ERBOBERT PERD SF T —CEEDNTFE - epniscan® Directt — & 2 DBf— Btk 741 hCEBB LS LN
ERMEULET, Www.cstj.co.jp/PTMScanDirect

PTMScan® Direct¥JLF/IN AU A

PTMScan® Direct¥ILF /IR DA H—EXE. T

EDIEFED YV FIIMGERKDOZHOBEER T D

RT7ZFRZEENICHELET, 000000
¥

Adherens Junction Dynamics
AMPK Signaling

B Cell Receptor Signaling

Cell Cycle Control: G1/S Checkpoint
Cell Cycle Control: G2/M DNA Damage Checkpoint embrene 7 Respiratory
ErbB/HER Signaling T
G Protein-coupled Receptor Signaling to MAPK/Erk @_ﬂ’éﬁ'ﬂﬁ?’

Insulin Receptor Signaling ) g —> P':fh-;gy
Jak/Stat Signaling: IL.-6 Receptor Family \ | & _ Oardiovascular
MAPK Signaling Cascades ALT;‘,‘,"hif.fgy % / Homeostasis
MAPK/Erk in Growth and Differentiation O — — —> Spaing

Cytokine
Receptor

Neutrophil

SISayUAS urelolg
Other

NFRBSgnalng >

&~ ———
| PI3 Kinase/Akt Signaling* | Promotes.
Neuroprotection
P ~ Aggregation
. ewrdegeneraton
e\ycTo\ysis

Ne“’oscience

Regulation of Actin Dynamics

Regulation of Microtubule Dynamics

SAPK/INK Signaling Cascades ¥ & :PTMScan® Direct~ JL
Signaling Pathways Activating p38 MAPK FINAI AV —EXTHE
T cell Receptor Signaling i h BPISK/ i‘t’% K (D ‘ Glucose
Toll-like Receptor Signaling FUNTEE BED/—HK ..’"‘"' Y, @ \ Transport
o TELET, X o /|| DD \ b
* P3¢+ —E/AKY 7 F U EREIE. PTMScan Cytosolic @ Synthesis
DireCtw LF /SR 21 H—E R TRIF T 512 Seauestaton Slycogen
BDO—DTY mTORC1 A ‘ mTORC2
""" epron Cra /\Cs"cyy\ R"::;OR@
Proliferation
PTMScan® Direct & Fa3C ik
Stokes, M.P. et al. (2013) Quantitative profiling of DNA damage and Pease, B.N. et al. (2013) Global Analysis of Protein Expression Stokes, M.P. et al. (2012) PTMScan Direct: identification and
apoptotic pathways in UV damaged cells using PTMScan Direct. and Phosphorylation of Three Stages of Plasmodium falciparum quantification of peptides from critical signaling proteins by
Int. J. Mol. Sci. 14(1), 286-307. Intraerythrocytic Development. J. Proteome Res. 2(9):4028— immunoaffinity enrichment coupled with LC-MS/MS. Mol. Cell
4045. Proteomics 11(5), 187-201.

PTMScan®##r&DENIREE
PTMScan® Discovery¥PTMScan® Direct TR S NI ER D F DEBIMREED e IC. UTORBZIROHFZ TWET !
o CSTHRTELNEL., BHOT7 7V r— 3y TRIEEH#DPTMEFEMTTA S L Ut TotalitiE
o ENELENIRADEBEY VINGED ./ v 75 I BWLASignalSilence® SiRNA
o SREBMIANY /0 B BT DPathScan® Sandwich ELISAZF v k& & T'ELISA Antibody Pair¥ v
e ZERINEZZ UV (MRM) /3 mBEMRMIC K 2B BN 7 v £ AOAQUA X TFR
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From Bench to Bedside

RSVZAL—ya3FIL IS —FICEIFBPTMScan®ik il

NSCLCIC &3 Y Bt F O > ERFDPTMScan® Discovery7—% 70—

CSTid. FEANAREAEM A (NSCLO) Ic® 2 FOY v+ —EFEHIC D VWTABEELRMEZTV. FROKEFERFZRHEUE U (1), #5653
PTMScan® Phospho-Tyrosine Mouse mAb (P-Tyr-100) KitZ A3\ T 41 DNSCLCHERE#E & & U150 DNSCLCREB AN 5 U VLR T F REBMHBL £ L1z,
COBITTIE. 2700 BEEZBR 29 V/INVBEDLSHIOY YEEFOYVYEENMNRAESINE L, FOY Y FF—€ TH BALK (anaplastic
lymphoma kinase) i&. BIMREEDEFH D F. EA10EICEFEFNTWE LT,

....... )
MR e 3BT > 7L *Fr—t€77IJ)—-0 EF—T7HMBEAVE LC-MS/MS& L T
Y—TTavT RELRE NAAALA YT AT « U R
PTMScan®@tric & DR S hicAABEERESY VIV E E NADAICEITDALKEEISE Y VNV B DR
T 5RDMBITICK > T, —EONSCLCHIfE MK & EEBEBICE W T CSTid. WEKLRBREDS WA TH B, #3633 ALK (D5F3°) XP®
EML4 (echinoderm microtubule-associated protein-like 4) DN i & ALK Rabbit mMAbZRFK U E£ Ufce ZOHIKIF. 2RAKY VNIV EH LV
DCKRIHMRE L TWB I EDESMIED F U, BEDIARIC EML4-ALKRE &Y > IV BZRE U E T, FDAIK. CSTAAZ 1Y XiR
&0, NSCLCEEDI-7THICEWTEBRNICHIEY V/INVENREAL # U 7ALK D5F3® 7 O— > Z AW e el 23e (HC) Ik 33
TWBZENHESMCEN, EVHPAREDNTREEINTVWERY VIRZA VM EERBLELRE (6) ThICK>T, ERINT UV F
(1-4)o EMLA-ALKRRE Y VIRV BZHIRL TWLWBS D AMRIE. ED Z7EBREERETINENSCICEEZHIMITEDLSICED E LT,
FAKREEY U Y F =T AORZENE N, 2011FI7 Y Y P o .
F = T OALKBMENSCLCA DEBHFDAIC & > TEFREENE LT (5). ‘ ‘
EML4-ALK Fusion
EML4 ALK
| \ / ™
Coiled Coil
EML4 ALK
WA R e oo
™ ALK (D5F3°®) XP® Rabbit mAb #3633: IHC analysis of paraffin-embedded human lung

carcinoma with high (left) and low levels (right) of ALK fusion protein expression using #3633.

SEXHR:

1. Rikova, K. et al (2007) Cell 131(6), 1190-203.

2. Soda, M., et al (2007) Nature 448(7153), 561-6.

3. Koivunen, J.P,, et al (2008) Clin. Cancer Res.14(13), 4275-83.

4. Shaw, A.T., et al (2009) J. Clin. Oncol. 27(26), 4247-53.

5. Press Release: http://www.fda.gov/NewsEvents/Newsroom/PressAnnouncements/ucm269856.htm

6. Press Release: http://www.ventana.com/site/page?view=press-release-jan21-2015
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Support for Drug Discovery

RENLGY—EREY =)L

CSTid. 7ATA—LBFOT—EREF Y MIMA T, BIEELURFE/NNA T4
YORRIBAT =V YIR— KT BIcHDERBT TV r—2 3 Y ORERHZ CRAE

Lj - i —a_ | Troy, Product Scien-tist,
has been with ST since 2010.

T ZHITIR—k

Bl = acie =y AE LD CSTHARLBET L. Zhi

ENEEY—EREFI=HIL
FOFA— LR HiR—hORETY, BLERA
» BRI IEEE (PTM) BB AR [ o ® ICEDNY, FiiRDEE & HREEICEY

» P—ER&F Y NDEENS AV F v T DHEATWBCSTORFZ EIF. &
PAEDEREIC D W TEERNARER
CHMBMBERATVWET, T
JZANYR=—KCEWTIE, &
NSO RENHITH SE B
ERSEBREFELTCEEE
A=)l CRERODEMICEEZ L.
ZO0—HYARrXKN)— KREDOM TN a—TFTaVT%E
» B—HRREL X)L D FKIZERAT ([ o o FELEWWLET,

» ZIEB R

FEHEIFEE (ICC. IHC)
» HREA/AEBA D FIR - BTERET o [ ] ®
» ZIEB R

www.cstj.co.jp/support

ELISA7 v &1 ° ° °

» ZRIERI V==

7187 P

» ZEEDIF(TLARIL—Tv 70O [ ] [ [
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i — 1
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WAl CST > v U Bl &t

. Cell Signaling Technology®

Cell Signaling Technology (CST) (&, EEAEREFSICI>TRIZS IR
FRAFDOREREORML T, EYEZARICEFE2EmELBMEY—IL
DIRFICEANTHOEATVWET, KEYTFa—tvYMICHBELD
. BER. BE, ATVFICHEA T REZEZ, SHRATRESNET
W&, FAZECSTIFFAREL LTOILBN S, HRDERINN. AW HiE
ICEASNZEEZTVWET, Lich'oT. YT FHILGEEDRITE SOE
REYZHRZRET BcHlc. BIBHICRMEARICEDEATNET,
Ffe. —RIEZRE. RIVLCHAREATNSD. BEEROTI=HIL
PR—KHBEHLTVWET, COLSIBIRTLAZANTVEINSIZ,
CSTiE., EHEME—BUZHALCERBERZR/I2DICHELHELER
ZHEERICRHEETEDZDTY,

T101-0047 RRHFLFREHXA#HEHT-6-10
Tel: 03-3295-1630 / Fax: 03-3295-1633
Support: info@cstj.co.jp
www.cstj.co.jp

www.cstj.co.jp

CST Antibody Performance Guarantee: To learn more, please visit: www.cellsignal.com/abguarantee.

COVER IMAGE: Cellular Landscape: Vesicle Trafficking www.cellsignal.com/VesicleTrafficking.
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